In the cross validation, the study data were randomly divided into five subsamples. One subsample was withheld while modeling was conducted on the remaining 80% of the data. This was repeated with each successive subsample withheld, and a summary measure of the prediction error was generated for the entire dataset. The standardized error term was calculated as (observed -predicted) 2 Web appendix 7.
Prevalence of Small-for-Gestational-Age Comparing Datasets with versus without Imputation of Missing

Birth weights
Imputation Methods and Results
Two imputation strategies were developed to impute weights that were either: 1) completely missing, or 2) measured after the time of birth in community datasets. For weights measured from birth up to 10 days of life that had information on the hour of weighing, weights were adjusted to reflect their actual weight at time of birth taking into account a newborn's weight changes over time --ie. dropping over the first few days and increasing beyond that.
Key weight predictor variables (gestational age, gender, and vital status) were also used to adjust the weight.
Weights taken beyond ten days were coded as missing. If exact hour of weighing was unavailable or if the time of weighing was taken within a very short range of time, weights taken within 72 hours were used, while all other weights were set as missing. Missing weights were multiply imputed using the aforementioned predictor variables.
The "mi" command in Stata was used. The prevalences of term-SGA among live births, and SGA among preterm live births were compared with vs. without the imputed birth weights and are shown in the below were not met, the last available data point was used for the 2010 estimate.
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Methods of Uncertainty Estimation
For term-SGA, we generated uncertainty estimates by drawing 1000 bootstrapped samples from the modeling dataset, and repeating each step of the estimation process. For each bootstrapped sample, we ran the model and generated a new set of predicted national estimates for the prevalence of term-SGA, including random effects at the regional level. For national level estimates we chose the 2.5 and 97.5 centiles of the 1000 predictions for our uncertainty bounds. To obtain uncertainty ranges for regional-and global-level estimates, we summed the relevant national estimates derived from each bootstrap sample, choosing the 2.5 and 97.5 centiles of the resulting distributions.
For preterm-SGA, we had three sources of uncertainty -1) the number of preterm babies; 2) the proportion of preterm infants of gestation <32 or ≥32 weeks, and 3) the proportion of SGA within these preterm categories. From our prior analysis, 1000 bootstrapped estimates of preterm prevalence were available for each country and uncertainty estimates for the proportion of preterm infants of gestational <32 weeks, and ≥32 weeks. 33 For the meta-analyzed estimates of proportions (proportion of preterm infants <32 weeks, proportion of preterm infants ≥32
weeks, proportion of <32 week babies who were SGA, and proportion of ≥32 week babies who were SGA), we generated normal distributions of the meta-estimates, and randomly drew 1000 samples from these distributions. We then selected the 2.5 and 97.5 centiles of the products of these 1000 samples as the preterm-SGA uncertainty bounds. For the uncertainty of all SGA, we used the 2.5 and 97.5 centiles of the sum of term-SGA and preterm-SGA from the 1000 samples. Includes a total of 15 datasets, 4,862 early preterm births (6 population-based datasets, 469 early preterm births; 9 facility-based datasets, 4,393 early preterm births). 
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